Based on sequence identity with biotin-containing carboxylases, the amino-terminal two-thirds of the MCCase biotinylated subunit represents the biotin carboxylase do- , 1985) and probably represents the ATP-binding site. The biotin carboxyl-carrier domain of biotin-containing enzymes share fewer identities; the sequences immediately surrounding the biotinylation site, 67sMKM, comprise the most conserved region of this domain. The lower sequence identity between the biotin carboxyl-carrier domains of biotinylated proteins compared to that between
